encephalitis virus (JEV) genotypes (GIII indicated as gray and GI as black lines) in Taiwan. In the boxes, JEV background information on the study areas and populations is provided, including the year of sample collection, location, presence of pig farms, rice fields, confirmed JE cases, and JEV circulation. The ecological conditions, pig farms, and rice fields of these regions were suitable for JEV transmission.
Although JEVs were detected in the studied regions according to the previous reports (1-3), only half of the regions showed the presence of JEVs during the sampling periods in our study. Confirmed JE cases were identified in these regions in a sampling year according to official reports from the Center for Disease Control (CDC), Taiwan. *Both JEV infected and uninfected patients may present symptoms undifferentiated from true JEV to non-JEV infection; in such cases, calculating the asymptomatic ratio becomes difficult. Therefore, we used the log-linear Poisson regression model to adjust the asymptomatic ration by the number of encephalitis patients caused by pathogens other than JEV. The Poisson distribution was applied while considering encephalitis as the rare event, and the log-linear Poisson regression model was modified from the log-linear binomial regression one (4). Intercept, non-specific JEV symptoms including fever, headache, convulsion, and seizure; NA, not applicable. †The exp (regression coefficient) is the adjusted possibility of the asymptomatic infection. ‡The adjusted asymptomatic ratio = 1 / [1-exp (regression coefficient)].
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